
Result of ‘Query profile’

Supplementary Figure 3: Results of ‘Query profile’ generated from querying a sequence against the profile 
library ‘antimicrobial.hmm’. The result shows: (1) the score of each family profile in the profile library against the 
query sequence submitted; (2) the domain of each family that matches the query sequence; (3) the alignment of 
the domains to the query sequence with the conserved residues shown in capital letters. In this particular 
example the query sequence most likely belongs to the mellitin family, which has the highest score and lowest E-
value.


